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r
TABLE 13.1 Relative permeabilities for selected

Nat channel K% channel
Li* 0.93 < 0.01
Na* 1.00 < 0.01
K* 0.09 1.00
Rb* < 0.01 0.91
Cs™* < 0.01 < 0.08
NH,* 0.16 0.13
H;NOH* 0.94 <0.03
H,NNH;* 0.59 < 0.03
H_q(,“XH.g*’ < 0.01 < 0.02
Cl- < 0.01 < 0.01 152
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